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A. Positions and Honors.  

 
Positions and Employment 
  
1981-1984 Pre-doctoral fellow, IBM Research Center, Madrid, Spain  
1985-1986 Post-doctoral fellow, Centro de Biología Molecular Severo Ochoa, Madrid, Spain  
1987-1988 Research Affiliate II, New York S. Dept. of Health 
1989- Head of the Biocomputing Unit, National Center of Biotechnology, Madrid, Spain  
1990-2000 Tenure Scientist National, Center of Biotechnology, Madrid, Spain 
2001-2002 Senior Research Scientist, National Center of Biotechnology, Madrid, Spain  
1998-2001  Deputy Director for Research, National Center of Biotechnology, Madrid,   
2002-2003 Deputy Director for Research Planning and Monitoring, Science and Technology Ministry 
1995-2003 Adj. Professor of Computer Science, Autonoma University, Madrid, Spain 
2003-2004  Senior Research Scientist National Center of Biotechnology, Madrid, Spain   
2005 -  Full Professor,  National Center of Biotechnology, Madrid, Spain 
 
Other Experience and Professional Memberships 
1997-2001  President of the Spanish Microscopy Society.  
2005- Senior member of the IEEE Computer Society 
 
Honors 
1984 PhD Excellence Award by the Spanish Academy of Science. 
1986  Okazato Research Award, by JEOL. 
1998  Rhone-Poulenc Excellence Award by the French Academy of Science   
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C. Research Support 
Ongoing Research Support 
 
CSD2006-00023 Serrano (Coordinator of 9 research groups) 11/01/06 – 11/01/11 
Spanish Ministry of Education and Sciences (MEC) 



Centrosome – 3D 
Large collaborative project on the structural-functional relationships of the centrosome. 
Role: PI 
 
S-GEN-0166-2006 Carazo (Coordinator of six research groups) 01/01/07 – 12/31/11 
Community of Madrid 
Hacia la proteomica funcional: una aproximación conjunta desde la proteomica, la bioinformática y la biología 
estructural 
Large interdisciplinary project on the centrosome differential and structural proteomics. 
Role: PI 
 
BIO2007 - 67150 – Carazo (Coordinator of three research groups) 10/01/07 – 10/01/10 
Spanish Ministry of Education and Sciences (MEC) 
Análisis de grandes cantidades de imágenes de microscopia electrónica tridimensional: Desarrollo de métodos 
y  aplicación al análisis del replisoma. 
A structural biology Project focused in the large scale processing of 3DEM images, and its application to the 
characterization of the replisome 
Role: PI 
 
PIF08-020-2:  Carazo (Coordinator of three research groups)  09/01/08 – 08/31/10  
Spanish High Research Council (CSIC) 
Tomografía de Rayos X: Una herramienta de integración entre biología molecular y celular. 
Multidisciplinary project around the Spanish X-ray Tomography synchrotron beam line 
Role: PI 
 
UE (CE: FP7-202047) Rolf Ziesche (Coordinator of 12 groups)  04/01/08 – 03/31/13 
European Union 
Resolve chronic inflammation and achieve healthy ageing by understanding non-regenerative repair. 
Our work in this large consortium is on data management and data analysis of proteomics data 
Role: PI 
 
2R01 HL070472-05   Herman (PI)                 9/1/05-8/31/10 
NIH 
Image Processing in Biological 3D Electron Microscopy 
A multidisciplinary approach is proposed to apply image-processing techniques to problem areas of 3D 
electron microscopy of complex biological macromolecules.   
Role: Co-Investigator 

Completed Research Support 
 
UE (FP6-502828) Andreas Engel (Coordinator of a large network) 05/01/04 – 05/07/09  
European Union          
EU Network of Excellence in “New electron microscopy approaches for studying protein complexes and 
cellular supramolecular architecture” 
Large collaborative project among leading European 3DEM research groups 
Role: Co-Investigator 
 


